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Overview Results

Panorama’s new support for small molecule assays
extends the features previously available for managing
proteomics assays, including automated quality control
workflows, data management and visualization, and
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Figure 6: Pareto Plots indicate which metrics produce the most outliers, suggesting
potential areas of corrective action in terms of instrument calibration and
maintenance. Here, retention time (RT) is the most frequent outlier, followed by peak

All tools are released under the Apache 2.0 open source license area (PA), and other metrics. Both small molecule and proteomic data is included.

Conclusions

As of May 2016, more than 160 labs are already using
PanoramaWeb, a server hosted by the University of
Washington. Additionally, major pharmaceutical
companies and other organizations are using in-house
Panorama deployments. With the release of LabKey
Server version 16.1 (March 2016), Panorama added
support for small molecule data, and the upcoming 16.2
release (July 2016) adds new capabilities. Allowing a
mix of proteomics and small molecule data in all
contexts allows labs to use Panorama’s convenient QC
work and data flows. Exposing the Levey-Jennings plots
In an interactive, secure, web-based interface, gives all
authorized users immediate access to both historic and
just-acquired assays, and also makes it available via
HTTP-based APIs (including R, Perl, Python, Java, and
JavaScript) in external tools and reporting.
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